
Species Species CandidatusCandidatus Mcinerneyibacterium aminivorans Mcinerneyibacterium aminivorans

EtymologyEtymology
[a.mi.ni.vo'rans.] N. L. part. adj.N. L. part. adj. aminivorans, Amino-acid consuming

Nomenclatural typeNomenclatural type
NCBI Assembly: GCA_008086245.1 Ts

DescriptionDescription
Amine (amino acid)-consuming) pertaining to the predicted ability of the organism to utilize amino acids as a
carbon and energy source based on genomic analysis.

ClassificationClassification
Bacteria » “Macinerneyibacteriota” » “Macinerneyibacteriia” » “Macinerneyibacteriales” »
“Macinerneyibacteriaceae” » Candidatus Mcinerneyibacterium » Candidatus Mcinerneyibacterium aminivorans
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Proposed: Yadav et al., 2020 

Registry URLRegistry URL
https://seqco.de/i:486
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